An analysis of the Northern Ireland Huntington's disease (HD) population of 75 families showed significant linkage disequilibrium between the HD gene and DNA markers at D4S95, D4S1O, and D4S111. As the linkage disequilibrium at loci D4S1O and D4S111 is different from previous studies in the UK, but similar at locus D4S95, this suggests either that the HD mutation(s) in the Northern Ireland and British populations is not of common origin or that the haplotype of the common HD mutation has changed over time subsequent to divergence from a common origin.
A HD is a progressive neurodegenerative autosomal dominant disorder with movement, cognitive, and psychiatric dysfunction. Recent research has shown that the condition is caused by expansion of a trinucleotide repeat (CAG)n in the IT 15 gene.' As the clinical onset of HD is later in life, there has been difficulty in genetically defining clinically unaffected subjects in families. This had made haplotyping and conventional linkage studies difficult and at times misleading. Alternative methods were used to help localise the HD gene, including linkage disequilibrium. Significant linkage disequilibrium has been shown between the HD 
